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GEO, Gene Expression Omnibus

https://www.ncbi.nIm.nih.gov/geo/

Gene Expression Omnibus

GEO is a public functional genomics data repository supporting MIAME-compliant data submissions. Array- and
sequence-based data are accepted. Tools are provided to help users query and download experiments and curated
gene expression profiles.

Getting Started Tools

Overview Search for Studies at GEO DataSets

FAQ Search for Gene Expression at GEO Profiles
About GEO DataSets Search GEO Documentation

About GEO Profiles Analyze a Study with GEO2R

About GEO2R Analysis GEO BLAST
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GEO Structure

- Platform (GPL) - Annotation the technology and the features
- Sample (GSM) - Submitter-supplied sample data

- Series (GSE) - A collection of biologically- and statistically-
comparable samples processed using the same platform

- DataSets (GDS) - Data collections assembled by GEO staff.
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GEO Structure
Submitted by
Submitted by Experimentalists Curated by
Manufacturer NCBI
GPL GSM GSE GDS
Platform Raw/processed Grouping of Grouping of
descriptions spot intensities slide/chip data experiments

from a single  “a single experiment”
slide/chip
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Platform page

https://www.ncbi.nlm.nih.gov/geo/query/acc.cgi?acc=GPL570
Platform details:

- Description
- Type

- Organism

- Manufacturer

- Related samples and series
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Sample page

https://www.ncbi.nlm.nih.gov/geo/query/acc.cgi?acc=GSM543663
Sample details:

- Description

- Type

- Organism

- Source

- Related platforms and series
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Sample data preview

Field description, truncated view, total rows

Data table header descriptions
ID_REF Affy ID
VALUE Raw data were normalized by using the global mean method. Probe-set

signal values were natural log transformed and scaled by adjusting the
mean intensity to a target signal value of log $00.

ABS_CALL the call in an absolute analysis that indkates  the transcrpt was pressent
(P). absent (A), margnal (M) or no call (NC)

DETECTION the p-value that ndicates the signficance level of the detecton call
P-VALUE

[oats tabie
1D_REF VALUE ABS_CALL DETECTION P-VALUE
212223_at 7.5283865762864 P 0.00488968452144488
204339 _s & 5.62113156934585 A 0.70350996100991
212356 _at 7.46674066626714 A 0.0907246701401557
212489_at 8.71669539548175 P 0.00164179881927007
208830_s_at 7.90635473750185 P 0.00164179881927007
208973 _at 6.31816783076242 P 0.0373956404974136
210122 _at 2.548472981379146 A 0.922978176365498
208174 _x_at 7.8107483698245 P 0.00287512549712787
210255_at 5.36794275612832 P 0.0202308511531004
210388 _at 4.09414454610400 A 0.95473940454311
207430_s_& 4.63649721436744 A 0.142524741492000
206872_at 6.16284326677117 A 0.394634090179955
207624 _s_at 5.94505979188476 P 0.0129676797672666
213315 &t 7.87805534234773 P 0.00486896452144488
219856 _at 2.84489819730488 = 0.70350996100991
213509 _x_at 7.83250650883439 A 0.0770218236345017
207818_s_st 1.54654132940278 A 0857475258508
200656 _s_at 8.08463231173068 P 0.00164179881927007
217622_at 5.70769317685453 A 0.2664419661303
204916 _at 6.51127285453828 A 0.123405137319250

lotal number of rows: 22283

[rable truncated, full table size 1055 Kbytes.

View full table..
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Series page

https://www.ncbi.nlm.nih.gov/geo/query/acc.cgi?acc=GSE21862
Series details:

- Biological sample summary
- Design summary
- Publication information

- Related platforms and samples
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Search DataSet or Gene profile

& NCBI  Resources () O

Genome

NCBI GEO DataSets

Site Search GEO Profiles

neg]

- Datasets: experiment-centric view and analysis

- Gene profiles: gene-centric view

https://www.ncbi.nlm.nih.gov/

GEO DataSet analysis
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https://www.ncbi.nlm.nih.gov/sites/GDSbrowser?acc=GDS987

Title:

Summary:

Organism:
Platform:

Citation:

Reference Series:

Value type:

Find genes (2

Compare 2 sets of samples

Cluster heatmaps

Experiment design and value distribution

DataSet Record GDS987: Expression Profiles | (Data Analysis Tools

Kidney transplant response to calcineurin inhibitor-free immunosuppression
using sirolimus

Analysis of kidneys from adult renal transplant recipients subjected to
calcineurin inhibitor-free immunosuppression using sirolimus. Patients treated
with sirolimus have a lower prevalence of chronic allograft nephropathy
compared to those treated with cyclosporine, a calcineurin inhibitor.

Homo sapiens
GPL96: [HG-U133A] Affymetrix Human Genome U133A Array

Flechner SM, Kurian SM, Solez K, Cook DJ et al. De novo kidney
transplantation without use of calcineurin inhibitors preserves renal structure
and function at two years. Am J Transplant 2004 Nov;4(11):1776-85.

PMID: 15476476

GSE1743 Sample count: 41

count Series published: 2004/09/23

Data Analysis Tools

Find gene name or symbol:

Find genes that are up/down

NN

Sample Subsets

Cluster Analysis

Download

DataSet full SOFT file
DataSet SOFT file

Series family SOFT file
Series family MINIML file
Annotation SOFT file

v
for this condition(s): agent Gol
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ArrayExpress

https://www.ebi.ac.uk/arrayexpress/

@ ArrayExpress a

Examples: r, p53, Geuvadis X advanced search

Browse Submit About ArrayExpress Contact Us

ArrayExpress — functional genomics data s Data Content

ArrayExpress Archive of Functional Genomics Data stores data from high-throughput functional Updated today at 03:00

genomics experiments, and provides these data for reuse to the research community. * 70276 experiments
* 2224665 assays
* 45.65 TB of archived data

@ Browse ArrayExpress

. and more https://en.wikipedia.org/wiki/Microarray databases, https://datamed.org/
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